M A N U S C R I P T A C C E P T E D ACCEPTED MANUSCRIPT
water were prepared, sterilized, tested and stored at room temperature for a maximum of 3 113 months in the laboratory. Following all safety protocols, contents of one tube was poured into 114 each sterile container (HDPE) containing the OAS and grinded [4] . 115
To ensure proper identification of cultures on solid media by MS, 50 µL of SF or CS 116 were plated on Columbia agar supplemented with horse blood (5%) (Oxoid®), chocolate agar 117 (Oxoid®) in atmosphere enriched with 5% CO 2 for 72 h and Columbia agar supplemented 118 with horse blood (5%) in an anaerobic atmosphere for 5 days at 37°C. [18, 19] 119
Each sample (n=108) was enriched by inoculating 1 mL (minimum volume obtained for 120 some joints) in an aerobic blood culture vial (BD BACTEC™ Plus Aerobic/F) and in an 121 anaerobic blood culture vial (BD BACTEC™ Lytic/10 Anaerobic/F), incubated in automatic 122 chambers for 14 days. Aerobic blood culture vial (BD BACTEC™ Plus Aerobic/F) and 123 anaerobic blood culture vial (BD BACTEC™ Lytic/10 Anaerobic/F) were used because they 124 proved to be the most efficient pair of blood aerobic/anaerobic culture media [20] . was automatically detected, 1 ml of broth was extracted without delay (< 2 h, to preserve 131 spectra) with formic acid overlay [18] and analyzed via the same method as for colonies. 132
Criteria for interpretation of results were based on the manufacturer's recommendations 133 (Bruker®). Identification was established through biostatistics reliability levels on the basis 134 of a correlation between the acquired spectrum and the reference spectra. The spectrum of the 135 unknown test organism, acquired through MALDI Biotyper CA System Software®, was 136 electronically transformed into the peak list. Using a biostatistical algorithm, this peak list was 137 compared to reference peak lists of organisms in the reference database, and a log(score) 138 value between 0.00 and 3.00 was calculated. The higher the log(score) value, the more 139 reliable the degree of similarity (to a given organism in the reference FDA-cleared database). 140
A log(score) value of ≥ 2.00 indicated an excellent probability for test organism identification 141 at the species level. The interpretation considered two independent parameters: the value of 142 the homology score and the reproducibility of identification obtained (on 10 measurements 143 carried out after laser impacts, the same bacterial species must be found at least three times 144 with the highest scores, particularly in cases with a score <1.7). Identification with a score ≥ 2 145 was considered reliable to the species; identification with a score ≥ 1.7 was considered 146 reliable to the genus. An identification score of 1.5 was also examined in light of several 147 prior studies suggesting that it adequately identified the bacterial genus [22] [23] [24] . Identification 148 was considered unacceptable when the score (< 1.7) and reproducibility were insufficient, and 149 incorrect when the score or reproducibility was acceptable, with poor identification to the 150 species level. If necessary, 16SrDNA PCR was performed to confirm bacterially uncertain 151 identifications, as previously described [4] . To assess the performance of MS in diagnosing 152 bone and joint infections, we compared score and reproducibility results on bacterial 153
colonies from blood agar and on pellets after enrichment in blood vials.
Statistical analysis 156
Means were compared using the Student test and percentages using the chi-square test 157 (or Fisher's exact test when sample size was less than 5). P values less than 0.05 were 158 considered significant. 159 were considered to be monomicrobial samples, 7 (12%) polymicrobial and 1 (1.8%) negative. 171
In anaerobic vials (n =55), 45 (81.8%) were monomicrobial, 5 (9.1%) were polymicrobial and 172 3 (5.5%) were negative. The list of bacterial isolates obtained from enriched media (aerobic 173 and anaerobic vials, incubated in automatic chambers for 14 days) and from agar media is 174 shown in Table 1 . 175 176
Results of bacterial identification by MS on blood agar (Table 2) 177
According to defined criteria, results of the identification by MS from colonies 178 picked on blood agar (n = 104) (colonies on agar plates obtained from direct spreading ofM A N U S C R I P T (Table 2) 
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